Change in cell morphogenesis is an important feature for proper development of eukaryotes. It is necessary for cell polarity and asymmetry and is essential for asymmetric cell division. RAM/MOR is a conserved signaling network that coordinates cell polarity determinants important for asymmetric cell division and cell polarity establishment. Mo25 is a scaffold protein that acts as a master regulator of the germinal center kinase (GCK) which triggers the downstream signaling of this network. Little is known about RAM/MOR network or Mo25 protein homologs in plants. Here, we provide a glimpse of the evolutionary gene history of Mo25 in green plants. Our data showed that a duplication of Mo25 occurred at the basis of land plants (Embryophyta), forming the groups Mo25A and Mo25B. Further duplication events occurred in other plant lineages and one subgroup of sequences seemed to be rapidly diverging. This subgroup contained an A. thaliana paralog (AtMo25-1) which lacks intron and is expressed in a similar fashion of retrogenes (i.e. low expression levels and narrow expression breadth), suggesting that this paralog was duplicated by retroposition. We also showed that all AtMo25 proteins are structurally similar to each other and to the human homolog, although differences in residues in the interface between human Mo25 and MST3 are observed in the A. thaliana homologs. Expression profile of AtMo25 homologs suggest that they are required at different developmental contexts, possibly interacting with different partners. Finally, we discuss whether Mo25 duplication in Embryophyta could be an evolutionary novelty important for the terrestrial environment conquest and whether the duplicated paralogs are undergoing neo-or subfunctionalization.
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Introduction
Change in cell morphogenesis is a key feature of eukaryote development since it plays an important role in cell polarity, cell migration, asymmetric cell division and for determining the cell fate. Determination of cell morphology involves signaling pathways that orchestrate cytoskeleton organization, membrane trafficking and gene expression. RAM/MOR (Regulation of ACE2p activity and cellular Morphogenesis/Morphogenesis-related NDR kinase) network is one of the signaling pathways that coordinates cell polarity and morphogenesis and cell separation in Saccharomyces cerevisiae (Bidlingmaier et al., 2001; Jansen et al., 2006; Maerz and Seiler, 2010; Nelson et al., 2003; Racki et al., 2000; Saputo et al., 2012; Weiss et al., 2002) . RAM/MOR signaling is essential for the correct distribution of cell polarity determinants between mother and daughter cells during asymmetric division and for appropriate mating projection during sexual reproduction in budding yeasts, thus providing cues for cell fate asymmetry (Bidlingmaier et al., 2001; Colman-Lerner et al., 2001; Nelson et al., 2003; Weiss et al., 2002) .
RAM/MOR network comprises two protein kinases, Kic1 and Cbk1, and their associated proteins Mob, Hym1/Mo25, Tao3, Sog2 (Bidlingmaier et al., 2001; Colman-Lerner et al., 2001; Nelson et al., 2003; Racki et al., 2000; Weiss, 2012; Weiss et al., 2002) . Cells lacking any of these genes have cell separation defects and loss of multiple components does not exacerbate the phenotype (Bidlingmaier et al., 2001; Nelson et al., 2003) . Cbk1 is an NDR/LATS kinase and the terminal kinase of the pathway. It is phosphorylated by Kic1, a germinal center kinase (GCK), which binds to its activating protein Hym1/Mo25 (Mouse protein-25 or Mo25 in animals) and Sog2. For Cbk1 activation, the complex Cbk1-Mob should be associated to Tao3 which functions as
